DNA library preparation (1 sample)

1 sample

DNA library preparation (4 samples) 4 samples
DNA library preparation (8 samples) 8 samples
RNA library preparation (polyA) 1 sample

RNA library preparation (polyA) 4 samples
RNA library preparation (polyA) 8 samples
RNA library preparation (rRNA depletion) 1 sample

RNA library preparation (rRNA depletion) 4 samples
RNA library preparation (rRNA depletion) 8 samples
MinION Library preparation 1-12 samples
Covaris fragmentation 1 sample

PippinPrep size selection

sample

Library QC sample
MiSeq v2 50 cycles run
MiSeq v2 300 cycles run
MiSeq v2 500 cycles run
MiSeq v2 Nano 500 cycles run
MiSeq v3 150 cycles run
MiSeq v3 600 cycles run
MiSeq v3 600 cycles shared run (1M reads) 1M reads
NextSeq high-output 75 cycles run
NextSeq high-output 75 cycles shared run (10M reads) 10M reads
NextSeq high-output 150 cycles run
NextSeq high-output 300 cycles run
NextSeq mid-output 150 cycles run

NextSeq mid-output 300 cycles

RNA-Seq (polyA, 30M+ reads, 1x75bp)

run

sample

Human exome (5Gb raw data 2x75bp, 80x+ mean coverage)

sample

Human exome (4Gb raw data 2x75bp, 50x+ mean coverage)

Cell sorting — setup (first hour)

sample

Cell sorting aseptic mode — setup (first hour)

Cell sorting — hour

Cell sorting aseptic mode -hour

Flow cytometry — initial training

Flow cytometry (self service)

Flow cytometry (full service)

Microdissection (self service)

All prices in CZK excl. VAT (21%)

Discounts for academic users — contact us for details.
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